Modifications to procedure to scrubbing names using TNRS

1. How to form nameSubmitted (prior to submitting to TNRS):

CREATE TABLE bienNamesRaw
SELECT DISTINCT
IF(
family LIKE "%aceae'
OR family IN (
'Compositae',
'Cruciferae',
'Gramineae',
'Labiatae',
'Leguminosae',
'Palmae',
'Umbelliferae'
),
TRIM(CONCAT(family," ",scientificName," ",author)),
TRIM(CONCAT(scientificName," ", author))
) AS nameSubmitted;

DELETE FROM bienNamesRaw
WHERE TRIM nameSubmitted="";

2. Here's how I import the TNRS and update the original records

[bookmark: _GoBack]The most important things to note are (1) use of matched name where no accepted name is given, (2) formation of morphospecies name. This query runs on a different tables structure than what we use in BIEN. Also, my approach import TNRS results as downloaded from the UI, not single records processed by the web service. But you get the idea. I'm not sure if what you do is any different from this, but thought I should check.

# Import TNRS results
DROP TABLE IF EXISTS tnrsResults;
CREATE TABLE tnrsResults (
Name_number INTEGER(11) UNSIGNED NOT NULL,
Name_submitted VARCHAR(250) DEFAULT NULL,
Overall_score DECIMAL(3,2) DEFAULT NULL,
Name_matched VARCHAR(250) DEFAULT NULL,
Name_matched_rank VARCHAR(50) DEFAULT NULL,
Name_score DECIMAL(3,2) DEFAULT NULL,
Name_matched_author VARCHAR(250) DEFAULT NULL,
Name_matched_url VARCHAR(250) DEFAULT NULL,
Author_matched VARCHAR(250) DEFAULT NULL,
Author_score DECIMAL(3,2) DEFAULT NULL,
Family_matched VARCHAR(50) DEFAULT NULL,
Family_score DECIMAL(3,2) DEFAULT NULL,
Name_matched_accepted_family VARCHAR(50) DEFAULT NULL,
Genus_matched VARCHAR(50) DEFAULT NULL,
Genus_score DECIMAL(3,2) DEFAULT NULL,
Specific_epithet_matched VARCHAR(100) DEFAULT NULL,
Specific_epithet_score DECIMAL(3,2) DEFAULT NULL,
Infraspecific_rank VARCHAR(50) DEFAULT NULL,
Infraspecific_epithet_matched VARCHAR(100) DEFAULT NULL,
Infraspecific_epithet_score DECIMAL(3,2) DEFAULT NULL,
Infraspecific_rank_2 VARCHAR(50) DEFAULT NULL,
Infraspecific_epithet_2_matched VARCHAR(100) DEFAULT NULL,
Infraspecific_epithet_2_score DECIMAL(3,2) DEFAULT NULL,
Annotations VARCHAR(250) DEFAULT NULL,
Unmatched_terms VARCHAR(250) DEFAULT NULL,
Taxonomic_status VARCHAR(50) DEFAULT NULL,
Accepted_name VARCHAR(250) DEFAULT NULL,
Accepted_name_author VARCHAR(250) DEFAULT NULL,
Accepted_name_rank VARCHAR(50) DEFAULT NULL,
Accepted_name_url VARCHAR(250) DEFAULT NULL,
Accepted_name_species VARCHAR(250) DEFAULT NULL,
Accepted_name_family VARCHAR(50) DEFAULT NULL,
Selected VARCHAR(50) DEFAULT NULL,
Source VARCHAR(50) DEFAULT NULL,
Warnings VARCHAR(100) DEFAULT NULL,
Accepted_name_lsid VARCHAR(250) DEFAULT NULL,
INDEX (Name_submitted),
INDEX (Name_matched),
INDEX (Name_matched_rank),
INDEX (Accepted_name_family),
INDEX (Accepted_name),
INDEX (Accepted_name_species),
INDEX (Accepted_name_author),
INDEX (Warnings)
);

LOAD DATA LOCAL INFILE "/home/bboyle/salvias_admin/data/tnrsResults.txt"
INTO TABLE tnrsResults
FIELDS TERMINATED BY '\t'
LINES TERMINATED BY '\n'
IGNORE 1 LINES;

-- fix "no match" message
UPDATE tnrsResults
SET 
Name_matched=NULL
WHERE Name_matched LIKE "%No suitable matches%";

# set empty strings to null for critical fields
UPDATE tnrsResults
SET 
Name_submitted=IF(TRIM(Name_submitted)="",NULL,Name_submitted),
Name_matched=IF(TRIM(Name_matched)="",NULL,Name_matched),
Name_matched_rank=IF(TRIM(Name_matched_rank)="",NULL,Name_matched_rank),
Name_matched_accepted_family=IF(TRIM(Name_matched_accepted_family)="",NULL,Name_matched_accepted_family),
Genus_matched=IF(TRIM(Genus_matched)="",NULL,Genus_matched),
Specific_epithet_matched=IF(TRIM(Specific_epithet_matched)="",NULL,Specific_epithet_matched),
Accepted_name_family=IF(TRIM(Accepted_name_family)="",NULL,Accepted_name_family),
Accepted_name=IF(TRIM(Accepted_name)="",NULL,Accepted_name),
Accepted_name_species=IF(TRIM(Accepted_name_species)="",NULL,Accepted_name_species),
Accepted_name_author=IF(TRIM(Accepted_name_author)="",NULL,Accepted_name_author),
Unmatched_terms=IF(TRIM(Unmatched_terms)="",NULL,Unmatched_terms);

# If no accepted name, update to use matched name
UPDATE tnrsResults
SET 
Accepted_name=IF(Accepted_name IS NOT NULL, Accepted_name, Name_matched),
Accepted_name_author=IF(Accepted_name IS NOT NULL, Accepted_name_author, Name_matched_author),
Accepted_name_rank=IF(Accepted_name_rank IS NOT NULL, Accepted_name_rank, Name_matched_rank),
Accepted_name_species=IF(Accepted_name_species IS NOT NULL, Accepted_name_species, 
IF(Specific_epithet_matched IS NULL, NULL,CONCAT(Genus_matched," ",Specific_epithet_matched))
),
Accepted_name_family=IF(Accepted_name_family IS NOT NULL, Accepted_name_family, 
IF(Name_matched_accepted_family IS NOT NULL,Name_matched_accepted_family,Family_matched)
);

# update names in original table
UPDATE observations p JOIN tnrsResults t
ON p.nameSubmitted=t.Name_submitted
SET 
acceptedFamily=Accepted_name_family,
acceptedGenus=IF(Accepted_name IS NULL,NULL,
replace(SUBSTRING(SUBSTRING_INDEX(Accepted_name, ' ', 1), LENGTH(SUBSTRING_INDEX(Accepted_name, ' ', 1 - 1)) + 1), ' ', '')),
acceptedSpecies=Accepted_name_species,
acceptedAuthor=IF(Accepted_name_species IS NULL,NULL,Accepted_name_author),
acceptedTaxon=Accepted_name,
unmatchedTerms=Unmatched_terms;

-- Remove family names dumped to genus field
UPDATE observations
SET acceptedGenus=REPLACE(acceptedGenus,acceptedFamily,'');

# set empty strings to null
UPDATE observations
SET
acceptedFamily=IF(TRIM(acceptedFamily)="",NULL,acceptedFamily),
acceptedGenus=IF(TRIM(acceptedGenus)="",NULL,acceptedGenus),
acceptedSpecies=IF(TRIM(acceptedSpecies)="",NULL,acceptedSpecies),
acceptedAuthor=IF(TRIM(acceptedAuthor)="",NULL,acceptedAuthor),
acceptedTaxon=IF(TRIM(acceptedTaxon)="",NULL,acceptedTaxon),
unmatchedTerms=IF(TRIM(unmatchedTerms)="",NULL,unmatchedTerms);

# Reconstruct morphospecies using accepted names
UPDATE observations
SET morphospecies=
TRIM(
IF(acceptedSpecies IS NOT NULL,acceptedSpecies,
IF(acceptedGenus IS NOT NULL,CONCAT(acceptedGenus," ",unmatchedTerms),
IF(acceptedFamily IS NOT NULL,CONCAT(acceptedFamily," ",unmatchedTerms),
IF(unmatchedTerms IS NOT NULL,unmatchedTerms,nameSubmitted)
)
)
)
);
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