| project

project_id INT(11)
projectname VARCHAR(150)
projectdescription TEXT
startdate TIMESTAMP
stopdate TIMESTAMP
d_obscount INT(11)
d_lastlocationaddeddate TIMESTAMP
accessioncode VARCHAR(255)
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"] location
location_id INT(11)
authorlocationcode VARCHAR(30)
reference_id INT(11)
parent_id INT(11)
reallatitude DOUBLE(11)
reallongitude DOUBLE(11)
locationaccuracy DOUBLE(11)
confidentialitystatus INT(11)

publiclatitude DOUBLE(11)
publiclongitude DOUBLE(11)

... (tfruncated) ... INT(11)
accessioncode VARCHAR(255)
sublocationxposition DOUBLE(11)
sublocationyposition DOUBLE(11)
namedplace_id INT(11)
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"] locationplace ¥ :
locationplace_id INT(11) | |
% location_id INT(11) :
calculated INT(1) |
» namedplace_id INT(11) | |
|
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| namedplace v

namedplace_id INT(11)
placesystem VARCHAR(50)
placename VARCHAR(100)
placedescription TEXT
placecode VARCHAR(15)
owner VARCHAR(100)
reference_id INT(11)
d_obscount INT(11)
accessioncode VARCHAR(255)
>

confidentialityreason VARCHAR(200)

| locationevent v
locationevent_id INT(11) | voucher v
previous_id INT(11) voucher_id INT(11)
location_id INT(11) & taxonoccurrence_id INT(11)
o< project_id INT(11) % specimen_id INT(11) e
authoreventcode VARCHAR(30) accessioncode VARCHAR(255)
... (truncated) ... INT(11) »
accessioncode VARCHAR(255) i
sourceaccessioncode VARCHAR(100) - _
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| :l taxonoccurrence v : aggregateoccurrence_id INT(11)

HO- — — — JI taxonoccurrence_id INT(11) : ¢ taxono.ccurrencef.id INT(11)
locationevent_id INT(11) | taxonbinmethod_id INT(11)
authorplantname VARCHAR(255) H- cover DOUBLE(11)
reference_id INT(11) basalarea DOUBLE(11)
taxoninferencearea DOUBLE(11) biomass DOUBLE(11)

10— emb_taxonoccurrence INT(11) |, < inferencearea DOUBLE(11) Ly

| ... (truncated) ... INT(11) stratumbase DOUBLE(11)

: accessioncode VARCHAR(255) stratumheight DOUBLE(11)

| > emb_aggregateoccurrence INT(11)

| covercode VARCHAR(10)

>—1 count INT(11)
accessioncode VARCHAR(255)
sourceaccessioncode VARCHAR(100)
| 2
"] taxondetermination v
taxondetermination_id INT(11) :] stratum

» plantconcept_id INT(11)
party_id INT(11)
o role_id INT(11)

reference_id INT(11)
isoriginal INT(1)
iscurrent INT(1)
taxonfit VARCHAR(50)

grouptype VARCHAR(20)
notes TEXT

notespublic INT(1)
notesmgt INT(1)

revisions INT(1)

» taxonoccurrence_id INT(11)

determinationtype VARCHAR(30)

taxonconfidence VARCHAR(50)

determinationdate TIMESTAMP
emb_taxondetermination INT(11)
accessioncode VARCHAR(255)
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|
|
|
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| plantconcept
plantconcept_id INT(11)

» plantname_id INT(11)
reference_id INT(11)
plantcode VARCHAR(23)
plantdescription TEXT
d_obscount INT(11)
d_currentaccepted INT(1)
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accessioncode VARCHAR(255)

stratum_id INT(11)

» locationevent_id INT(11)

» stratumtype_id INT(11)
stratummethod_id INT(11)
stratumname VARCHAR(30)
stratumheight DOUBLE(11)
stratumbase DOUBLE(11)
stratumcover DOUBLE(11)
stratumdescription VARCHAR(200)
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plantname_id INT(11)
» plantname VARCHAR(255)

reference_id INT(11)
dateentered TIMESTAMP
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"] specimen
specimen_id INT(11)

» reference_id INT(11)
collectioncode_dwc VARCHAR(255)
catalognumber_dwc VARCHAR(255)
collectiondate TIMESTAMP
museum_id INT(11)
sourceaccessioncode VARCHAR(100)
accessioncode VARCHAR(255)

» taxonoccurrence_id INT(11)
verbatimcollectorname VARCHAR(255)
authorspecimencode VARCHAR(20)
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"] individualplant
individualplant_id INT(11)

» aggregateoccurrence_id INT(11)
overallheight DOUBLE(11)
overallheightaccuracy DOUBLE(11)
emb_individualplant INT(11)
authorplantcode VARCHAR(20)
accessioncode VARCHAR(255)
stemcount INT(11)
sourceaccessioncode VARCHAR(100)
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stratumtype_id INT(11)

» stratummethod_id INT(11)
stratumindex VARCHAR(10)
stratumname VARCHAR(30)
stratumdescription TEXT

v

taxonbinmethod_id INT(11)

label VARCHAR(255)
stratumtype_id INT(11)
sizeclass_id INT(11)
coverindex_id INT(11)

accessioncode VARCHAR(255)
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| stem
stem_id INT(11)

» individualplant_id INT(11)
authorstemcode VARCHAR(20)
xposition DOUBLE(11)
yposition DOUBLE(11)
health VARCHAR(50)
emb_stem INT(11)
diameter DOUBLE(11)
height DOUBLE(11)
heightaccuracy DOUBLE(11)
age DOUBLE(11)
accessioncode VARCHAR(255)
diameteraccuracy DOUBLE(11)
sourceaccessioncode VARCHAR(100)
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| sizeclass

sizeclass_id INT(11)

mindiameter DOUBLE(11)

minheight DOUBLE(11)

maxdiameter DOUBLE(11)

maxheight DOUBLE(11)

accessioncode VARCHAR(255)
>



